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Figure 2.The results of the similarity between the genera belong to Anthemideae subfamily with other
genera of Asteraceae family for aox2 gene
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Figure 3. Study amino acid sequence alignments of aox2 gene between the genus of Matricaria sp.,
Artemisia sp., Santolina sp., Tanacetum sp., Achillea sp. and Chrysanthemum sp. and some other plants.
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Table 1.Evaluation of the genetic variation among genera of Anthemidae subfamily with each other
and also with A. annua, A. thaliana and L. sativa genera based on three parameters of Pairwise
distance and based on K2P and P-distance and diversity of transition and transversion substitutions
substitutions of aoxz gene
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Figure 4. Chart cluster of genetic relationships in Matricaria sp., Artemisia sp., Santolina sp.,
Chrysanthemum sp., Achillea sp. and Tanacetum sp. genus of Anthemideae subfamily and their
position in relation to other existing genera in NCBI database based on aox2 gene, using the
coefficient Maximum parsimony. the genera belong to Anthemideae subfamily has been marked by
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