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Table 1. Code and origin, of the studied genotypes of F. arundinace.

s T G555 el s T N P
Code Genotype type Genotype number Code Genotype type Genotype number
= =
Gl = IRE 5,11,3 13 = F.A.O 1346
Foreign Foreign
s s
G2 IRE FESTORINA Gl4 Netherland 1610
Foreign Foreign
s s .
G3 IRE LUBRETTE Gl15 Australia 1414
Foreign Foreign
= -
G4 = IRE DOVEY Gl6 S Alborz 1467
Foreign Endemic
= =
G5 < IRE ABI Gl7 < Israel 1081
Foreign Foreign
o : .
G6 IRE A2210 G18 Foreign = Holland 1768
Foreign
Pt . . . .
G7 Sirachal 310 G19 Foreign -, Belgium 1061
Endemic
= =
G8 e Seed-Ins VII G20 e Australia 1418
Foreign Foreign
2| =
G9 S Gorghanl 602 G21 o Australia 1417
Endemic Foreign
= =
G10 o Seed-Ins VIII G22 o Australia 1420
Foreign Foreign
2| =
G11 S Sanandeg 627 G23 o California 0.078
Endemic Foreign
= =
G12 e 1269 U.S.A G24 e U.S.A1152
Foreign Foreign

L el e DNA S e oy (8 ol e 0diiS Lot LOT 5 a5 ol s)

The underline genotypes were used to measure the relative nuclear DNA amount.
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1- Genotypic coefficient of variation
2- Phenotypic coefficient of variation
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Fig. 1. FCM histograms in the some studied genotypes (peak 1 and 2 are related to standard plant and F.

arundinacea).
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Table 2. Estimation of genetic parameters for the studied traits in the F. arundinacea.

o P R P o P S R oo ool ool
R (4a33) (405) 555 P e
Genetic  heritability Genotypic coefficient ~ Phenotypic coefficient ~ Genotypic ~ Phenotypic Trait
advance of variation of variation variance variance
sl
1149.32 0.93 14.48 14.98 33.327 35.650 ok
Day to head emergence
Lzsles S 0o
980.69 091 9.71 10.17 24.897 27.350 hdlen S e
Flowering date
Gl CLE)l
172.66 0.91 0.89 0.93 0.767 0.837
Plant height
g s ala sl
179.38 0.93 2.18 2.26 0.815 0.877
No. stem per plant
S J
291.22 0.66 8.31 10.20 3.013 4543 el
Spike length
HIPYNRE
73.96 0.95 17.84 18.22 0.134 0.140 LRI 00
1000-seed weight
4l o3
114.05 0.82 1.14 126 0.593 0.720
Germination percentage
e
50.81 0.89 1736 1835 0.068 0.076 SIS =
Germination rate
T
3218.44 0.90 34.15 35.86 269.063 296.586 I =
Germination vigor
skl
120.32 0.75 15.49 17.87 0.454 0.603 :
Stability
153.10 0.85 17.68 19.17 0.649 0.763 el
Forage yield
Lo Sl
171.19 0.91 137.04 142.91 0.751 0.817 o2
Seed yield
Bl 53 54 0)
19.43 0.86 39.19 4223 0.010 0.012
Seed weight per stem
ol uy.a}'l,.‘:.
19.64 0.90 75.67 79.36 0.010 0.011
Harvest Index
5 G oslaws
156.32 0.86 0.62 0.67 0.667 0.773 £

No. seed per plant

a1
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Table 3. Mean squares (MS) of ANOVA FCM data.

MS

df

Ol s @L'.o
Sources of variance

ok

2.65

0.169

8.22%

30

44

]
Genotype
o
Error

s

Total

(Ao 3) Dl s o i
CV%

- Significant at 0.1% levels.

Aoy v/ Ju:}lcbﬁ s e
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Table 4. Mean comparison of nuclear DNA amount in F. arundinacea compared to the reference plant
(Hordeum vulgare cv. Sultan; DNA C-value=11.12pg).

2l oS L aslis 3 IS s glanes DNA o o T3]
Percentage nuclear DNA ratio in F. arundinacea compared to the reference plant (Hordeum vulgare) Genotype

161.60+1.2 % Gl

160+1.15 %" G8

161.46:£0.676 G10

189.4+0.244" G13

160.18+0.209 % Gl4

173.5420.371 % Gl15

133.01£0.1238 Gl16

160.39+1.17% G17

161.16+0.834°* G18

159.48+0.209 ° G19

188.3340.711% G20

187.45+0.942 % G21

132.93+0.398 G22

158.3+1.45 % G23

162.54£0.797 > G24

v
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