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Abstract

Salinity is one of the important problems of the farmland in the world, such that
million tons of salt enter to arable soils through irrigation every year. Wheat is the
first and the most important cereal crops in the world that provides the main food
for more than a third of the world's population. Use of modern genetic methods
such as sequencing provided the possibility of a more accurate and quick
assessment of genetic material at DNA and RNA levels. HKT genes are important
group to transfer Na and K ions, so cultivated and wild samples of wheat are used
for identification of allelic diversity of HKT gene. Seeds were planted in plastic
pots and DNA was extracted at two-to three-leaf stage by Doyle et al. (1998)
method. PCR was amplified by using a pair of specific primers and PCR products
were purified and sequenced. Results showed the nucleotide and amino acid
variation between the investigated samples and bread wheat in NCBI. Results of
DNA sequencing show that Aegilopss peltoides with 98.9% and Ae. caudata and
Ae. triuncialis with 93.9% have the most and the least similarity to Triticum
aestivum in NCBI, respectively, whereas Hordeum spontaneum with only 36.5 has
the least similarity to HKT sequence in NCBI. Phylogenetic tree constructed based
on DNA sequence by UPGMA method confirmed above results. DNA
phylogenetic methods also showed that Ae. speltoides and bread wheat are
classified in the same sub-group, that means HKT gene was transferred from
Ae. speltoides to bread wheat via introgression.
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