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Fig. 1. Expression vectors that are used in present experiments. Left: representing overexpression vector
(pB2GW7) for expression of tall fescue SGR gene. Right: representing CRISPR/Cas9 vector to knockout tall

fescue SGR gene. Both vectors were Gateway compatible.

1- https://www.ncbi.nlm.nih.gov/

2- http://www lifetechnologies.com/us/en/home/life-science/cloning/gateway-cloning.html
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Fig. 2. Agroinfiltration experiment of overexpression-SGR (OE-SGR) and CRISPR/Cas9 constructs on tobacco
leaves. A: Tobacco leaves injected in four area with OE-SGR construct alone and cotransformation of OE-SGR
and CRISPR/Cas9. B: Sequencing results of SGR gene in two experiments.
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Fig. 3. Agroinfilterated leaf segments of tall fescue with CRISPR construct (down) and control (up) subjected
to 0.5 M NaCl and heat stress after 6 days.
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