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Table 1. ISSR primers used in molecular experiment.

Siklas Sl Siklas Sl
primer code primer primer code primer
N1 HVH (GA)7T N6 (AG)8YC
N2 BDB (CA)7C N7 (ACBYG
N3 DBDA (CA)7 N8 (AC)8YA
N4 (GA)8YG N9 (AC)8YT
N5 (AG)8YT N10 (CA)8RG

bl s okd ealil _mwd g AS b SHLET-Y Jsu

Table 2. Chloroplast primers used in the experiment.

s Skl s
code primer Sequence
1 rbcL 5'-ATGTCACCACAAACAGAAACTAAAGCAAGT-3'
2 ORF106 5'-ACTACAGATCTCATACTACCCC-3'
3 trnD 5'-ACCAATTGAACTACAATCCC-3'
4 trnT 5'-CTACCACTGAGTTAAAAGGG-3'
5 trnH 5'-ACGGGAATTGAACCCGCGCA-3'
6 trnk 5'-CCGACTAGTTCCGGGTTCGA-3'
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Table 3. Descriptive statistics of variables studied in different genotypes.

(1) i o i Shas Gl Sk el Sl ool Ll <lis
CV% Standard Deviation Range Maximum Mean Minimum Characters
£ 5.73 234 232 13.6 0.16 (M) o520 oy
Peel thickness (mm)
20 60 547.57 560.93 20375 1336 (&) o 05
Fruit weight (gr.)
23 30.15 189.1 221.64 126.4 32.54 (mm) e z» J55
Fruit Length (mm)
35 40.78 191.2 216.96 11651 2576 (M) osze k5
Fruit diameter (mm)
10 0.11 0.65 1.39 1.02 0.74 A b s
Length per Diameter ratio
o Joalaws
55 5.03 24 25 9 1 e
Seed number
mm W
17 202 121.8 164.2 112.42 42.04 (mm) g, 5
Blade length (mm)
mm “ 5
24 28.28 171.54 196.21 11531 24.67 mm) K4, 25
Blade diameter (mm)
49 1.01 1.44 2.69 2.03 1.25 S 2w b
L/D of leaf
mm) S IS
24 52 2421 23.51 21.31 8.3 (mm) S A J b
Petal length (mm)
mm) S 5 5
35 43 10.86 16.75 12.01 5.89 mm) S AS 2
Petal diameter (mm)
3 z .
40 201 6.19 7.97 5.02 1.78 AS A b
L/D of petal
Ir.)o 03
24 80 542.4 590.67 322.45 4827 (&) e 035

Fruit weight (gr.)
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Fig. 1. Dendrogram of citrus genotypes according to morphological traits using Jaccard's similarity coefficient

and UPGMA method.
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Table 4. Genetic diversity statistics for 11 ISSR markers.

SeMbl (gl g S50 slasls sl s .
H) G5 ¢55 ¢ d KSade a3 S bty bl JS sl ¢ e
. (PIC) ISsner (Ne) . Number of L35
Genetic 7 Polymorphism olymorphic Total number of Primers
Diversity Polymorphism Number of (%) p )l; dp bonds
Information Capacity effective bands onds
0.2 0.27 1.1 53.84 7 13 N1
0.3 0.47 1.44 88.8 8 9 N2
0.34 0.48 1.52 91.66 11 12 N3
0.28 0.3 1.34 83.33 5 6 N4
0.27 0.39 1.45 80 12 15 N5
0.21 0.27 1.2 57 5 7 N6
0.29 0.26 1.5 78.57 11 14 N7
0.23 0.29 1.31 66.66 10 15 N8
0.3 0.49 1.29 86.66 13 15 N9
0.36 0.49 1.63 92.85 13 14 N10
2.7 3.8 13.8 779.3 95 120 €t
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Fig. 2. Obtained dendrogram from the ISSR marker for ci
and UPGMA method.

trus genotypes using Jaccard's similarity coefficient
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