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1- Amplified fragment length polymorphisms
2- Sequence-related amplified polymorphisms
3- Simple sequence repeats

4- Random amplified polymorphic DNA
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Table 1. List of studied Taxa and the Gene Bank Accession Numbers in NCBI.

uj &Q)JJJ)J e)Lo.,.ir

g0 iy 5555 ooled
) Voucher Gene Bank Accession Number
Samples Location Numb
umoer rbcL matK
(o ol olad) a2
1 Ziziphus jujuba Mill. T P TR e T2 DSSKHI  MF574650 MF574623
Doroh Sarbisheh 1 (South Khorasan Province)
WS Ol anim S
2 Ziziphus jujuba Mill. (05 o) 4 KHG MF574651 MF574624
Kolaleh cheshmeh aghsoo (Golestan Province)
o Olal 2 Olisl) L o K
3 Ziziphus jujuba Mill. (o Dbl 2 ) oy 255 KBSKH  MF574652  MF574625
Kashouk Birjand (South Khorasan Province)
( 5y Olul = o) Y Gl Ol ol
4 Ziziphus jujuba Mill. S0 Ol T} S Oy ASRKH  MF574653  MF574626
Anbarestan Sabzevar 1(Razavi Khorasan Province)
o ol Old) Oy S0 58
S Ziziphus jujuba Mill. (G Dbl Obl) o> S GDSKH  MF574654  MF574627
Gazik Darmian (South Khorasan Province)
(o gls Dll) 315 0508
6 Ziziphus jujuba Mill. G Ol S 0300 KSF MF574655  MF574628
Kazeroun Shiraz (Fars Province)
(asom Ol oll) dim oy il
7 Ziziphus jujuba Mill G PO oA ABSKH  MF574656  MF574629
Alghour Birjand (South Khorasan Province)
Oleas! Olisl) Oliws)
8 Ziziphus jujuba Mill. (Oleast Sl o) AE MF574657  MF574630
Ardestan (Esfahan Province)
(osom lal ot lil) s
9 Ziziphus jujuba Mill. T T Sl e A DSSKH2 ~ MF574658  MF574631
Doroh Sarbisheh 2 (South Khorasan Province)
A3k Olid) (55l olie
10 Ziziphus jujuba Mill. (LA ) 5ol ¢ RSM MF574659  MF574632

Mogham Sari (Mazandaran Province)

A
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Continue Table 1.

uj &Q)JJJ)J e)la,.ir

& . . - 293 A)an:
> e Gene Bank Accession Number
: Voucher
Samples Location
Number

rbcL matK

(s Ol Slial) (5B 3 o
Tajnood Ghaein (South Khorasan Province)

11 Ziziphus jujuba Mill. TGHSKH  MF574660 MF574633

(s Olal 2 Ol ¥ ady OIS
Kangan Sarbisheh 2(South Khorasan Province)

12 Ziziphus jujuba Mill. KSSKH2  MF574661 MF574634

(353t Ol 5L 4o
13 Ziziphus jujuba Mill. Dok R ™ MF574662  MF574635
Joibar (Mazandaran Province)

(Lrpor Ol Ol e

14 Ziziphus jujuba Mill. NSKH MF574663 MF574636

Noghab (South Khorasan Province)

(s Olal 2 OV ady  OKS
Kangan Sarbisheh 1(South Khorasan Province)

15 Ziziphus jujuba Mill. KSSKHI ~ MF574664 MF574637

(Lo Olul iz Olsl) Oldgs il o
Arabkhaneh Nehbandan (South Khorasan Province)

16 Ziziphus jujuba Mill. ANSKH  MF574665 MF574638

(g Ol 2 QL) L oS58
Giook Birjand (South Khorasan Province)

17 Ziziphus jujuba Mill. GBSKH  MF574666 MF574639

(o g Ol = Olisl) ai s
18 Ziziphus jujuba Mill. G D7 R e KSSKH  MF574667  MF574640

Kangan Sarbisheh (South Khorasan Province)

(py Ol 5 D) Y 5 pmme Olie
19 Ziziphus jujuba Mill. S S O S Oy ASRKH2  MF574668 MF574641
Anbarestan Sabzevar 2(Razavi Khorasan Province)

o (o3 Ol o3
20 Ziziphus jujuba Mill. GG MF574669 MF574642
Qom (Qom Province)
(olgin! Dlil) sl
21 Ziziphus jujuba Mill. Ol S lor S KE MF574670  MF574643

Kouhpaieh (Esfahan Province)

. (Olga! Oliul) asly
22 Ziziphus jujuba Mill. BE MF574671 MF574644
Baiazieh (Esfahan Province)

(il Dl Loy
23 Ziziphus jujuba Mill. Sletel 0 0 SE MF574672  MF574645
Shahreza (Esfahan Province)

(oo Obul 2 Oll) ]
Asfij Sarbisheh (South Khorasan Province)

24 Ziziphus jujuba Mill. ASSKH  MF574673 MF574646

(g 0L Blil) Olays s
25 Ziziphus jujuba Mill. G P S St03 DDSKH  MF574674  MF574647

Dorokhsh Darmian (South Khorasan Province)

L, oK L
26 Rosa sp. TR SR fRn RHI MF574675  MF574648
(Outgroupl) Herbarium of University of Birjand
1 L, ol L
a7 Sangoisorb . TR I R SH1 MF574676  MF574649
(Outgroup2) Herbarium of University of Birjand
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2- Ethidium bromide
3- Ultra Violet
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1- Parsimony Character Informative
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Table 2. Average distance between uncorrected genetics (kimura-2 parameter) between different Z. jujuba
ecotypes and the foreign group of the Iranian plateau based on 600 pairs of open rbcL genes.
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Table 3. The average of uncorrected genetic distances (kimura-2 parameter) between different Z. jujuba
ecotypes and the foreign group of the Iranian plateau based on the 1000-800 pairs of open pairs of marK.
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Fig. 1. Median-joining network of the haplotypes inferred from rbcL sequences. Nodes are proportional to
haplotypes frequencies and branches length is proportional to the number of mutations. The red dots
represent theoretical median vectors introduced by the network software. (S. Kh: South Khorasan, Gol:
Golestan, R. Kh: Razavi Khorasan, Esf: Esfahan, Maz: Mazandaran, Qom: Qom, O.G: Outgroup 1 & 2).
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Fig. 2. Median-joining network of the haplotypes inferred from marK sequences. Nodes are proportional to
haplotypes frequencies and branches length is proportional to the number of mutations. The red dots represent
theoretical median vectors introduced by the network software. (S. Kh: South Khorasan, Gol: Golestan, R. Kh:
Razavi Khorasan, Far: Fars, Esf: Esfahan, Maz: Mazandaran, Qom: Qom, O.G: Outgroup 1 & 2).
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